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LOG IN

The 2 data files required for the tutorial can be downloaded here: 
www.quantics.co.uk/qubas-bioassay-software/quick-start-guide/.

Select the licence mode
• Development mode – for setting up and developing an analysis

Enter the login details you set up in response to the QuBAS 
invitation email - your email address, password and PIN number 
NB: the PIN number is an extra security feature that may not be enabled on all systems

http://www.quantics.co.uk/qubas-bioassay-software/quick-start-guide/


4) Select model type 
and ‘Quick Fit’

• Browse to a .csv data file

• Design your plate map including doses, sample locations and metadata on top of 
your dataset

• Select your model type and run a ‘Quick Fit’ analysis for instant results

4) Select analysis 
options and run

• Select additional suitability criteria if necessary and once run, a 
full report is produced. 

3) Design your plate 
map

2) Import data file

1) Create Method • Define a name and what dataset type it is (i.e. quantitative, quantal or interpolation 
analysis)
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The 4 steps (shown above) are required to set 
up and run a new Relative Potency analysis

These 2 steps:

… are only performed once (unless data format changes) 

2) “Paint” Plate Map1) Create Method
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Select Create new Method

Enter an identifiable name for your new method

Select Quantitative – for Linear, 4PL, or 5PL parallel line 
analyses

Click Save.

1) CREATE NEW METHOD
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2) IMPORT A DATA FILE

Select Import a Data File or Select a Data File from the middle of the 
plate map or the top of the page

Select Import File on the next screen. This is automatically set to a 
Standard Import - Simple file upload plugin. 

Browse to the file named “Demo data for tutorial.csv” (for RP) or 
“Demo-data-for-Interpolation.csv” (for IA). 

You may find these in your Downloads folder from earlier. 
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3) DESIGN YOUR DATA MAP

Locating your response values

The location of your samples can be selected using the Pointer tool. 

For this demonstration dataset our layout follows:
*Columns are letters and Rows are numbers

Label Type 1st Replicate 2nd Replicate

Reference Reference D5-M5 D9-M9

Dose response QC QC D8-M8 D12-M12

Control Control C5-C12 N5-N12

Test Sample 1 Test D6-M6 D10-M10

Test Sample 2 Test D7-M7 D11-M11
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3) DESIGN THE PLATE MAP

Click-and-drag the desired locations for the control wells using the Pointer 
tool.

A pop-up will arise asking:

– What is this called? This is for the sample name (this can also be left empty and will 
be auto populated).

– What is it? This is for the sample type which will allow a selection from a drop-down 
menu.
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As the controls have replicates on the plate, the Resize icon here is needed.

Once selected, the location on the right can be selected by a click-and-drag. 
These are both then under the same sample type.

3) DESIGN THE PLATE MAP
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The colour can also be changed by selecting the colour box:

Next, the same is repeated for locating the reference, QC and test samples.

To save, the tick will apply these changes.

To delete any samples, the bin icon will delete selected samples.

3) DESIGN THE PLATE MAP
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3) DESIGN YOUR DATA MAP

This brings up a pop-up screen:

Additional notes can be added manually before saving OR Generate notes can be 
selected and the changes made are automatically listed.
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3) DESIGN YOUR DATA MAP

Adding your doses

Select the dilution icon when a sample is selected.

Use the “magic wand” tool and select the operation and steps necessary:
– The Quick Start Guide data set uses the series shown to the left (start 25, step 2 division)

– Complete as shown then click on the starting cell and drag to the end cell

*If, in practise, the doses are not a series, select enter dose instead of the magic wand to input manually.

Repeat with the other samples, except for the control wells which have a dose of 0.

When finished, click Save Version at the top of the page.
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3) DESIGN YOUR DATA MAP

Incorporating metadata

Metadata are field labels that will be populated from the imported values of each 
plate's dataset. Think of them as the label on a box, into which will be put the ID 
information read from imported data files.
– There is metadata related to samples (sample identifiers) and metadata related to the method 

(e.g. assay date, operator, reagent ID, etc).

Using the metadata icon, the cell holding this information is selected and a pop-up 
emerges at the top of the page.

The suggested fields and completed and saved very similar to locating samples done 
earlier.
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Add metadata to the 9 items listed below
To create new labels: 
– Click:
– Select the cell with the data
– Enter the name
– Select What is it? (Sample Identifier 

or Metadata):
• Sample Identifier refers to the key items 

on the plate
• Reference
• Test
• Control
• QC

• Metadata refers to any other 
information e.g. operator ID, critical 
reagent lot number etc.

• Select data type 
• Click the tick to save
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4) ANALYSIS DEFINITION

Select Design your Analysis (left 
side menu)

Select the model Type you want to 
use.
– 4PL for this dataset

Under Transform response: 
– This dataset needs a log10 response 

transformation

Select other suitability criteria (or 
leave as default for now)
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4) ANALYSIS DEFINITION – Quick Fit Analysis

For a quick view of your results and for an instant plot, select the 
Quick Fit option by ‘Run your Calculation’.

This will run a few second analysis before showing a plot under the 
‘Quick Fit’ tab on the right.
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4) ANALYSIS DEFINITION – Quick Fit Analysis

For a full analysis that produces results and reports, select Full 
Analysis by ‘Run your Calculation’ with the same analysis 
definitions as before.

This will run a full analysis which may take a few minutes.
– This takes slightly longer as QuBAS demonstrates Diverse Self-Checking Programming Pairs (DSCPP) using two 

different branches. If you want to learn more, head on over to this link: https://www.quantics.co.uk/qubas-
bioassay-software/crtv-explained/.

https://www.quantics.co.uk/qubas-bioassay-software/crtv-explained/
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4) ANALYSIS DEFINITION – Quick Fit Analysis

Once run, the report options pop up on the top right.

Clicking Report, automatically downloads a PDF report which 
includes all the figures, relative potency results and suitability 
criteria which may have been added.

Don’t forget to Save version every time changes are made and or 
an analysis is run.
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THE METHOD VERSION HISTORY

All versions of the method saved will be recorded here, with the date, notes 
generated and which version is currently being used.

If you hover over the versions, a path demonstrating the saved version journey and 
its parent versions.

Previous versions can be re-visited when Open this version is selected.
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THE FOLLOWING 6 PAGES COVER THE 3 STEPS SHOWN ABOVE 
REQUIRED TO LOCK A METHOD FOR ROUTINE (GMP) USE 
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3) Sign off the 
Method for GMP 

use. First signature*

1) Submit as MCF* 

2) Set Auto Import 
folder (OPTIONAL)

• Set up the folder that QuBAS will “watch” for automatic import of data files 

• In ROUTINE MODE as Sign off user: Sign off Method for 
Routine (GMP) use.

• In DEVELOPMENT MODE – Development Record, submit the Method for sign off. *MCF 
(method configuration file)

LOCK THE METHOD FOR ROUTINE (GMP) USE

* System can be set to require 2 different signatures if required 
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SUBMIT FOR SIGN OFF

All analyses saved for the recently run method will be shown when Prepare 
attachments is clicked.

When ready to lock the setup for Routine (GMP) : 
– Do one final analysis of a trial dataset with ALL analysis options required

– Save this version and check the report

– Add notes before you click Submit

The screen will then demonstrate that this method is awaiting approval.
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To
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QuBAS can be set to “watch” a pre-specified folder for a new data file to analyse. 
When a file appears, QuBAS imports it and runs the analysis automatically.

To use Auto Import  QuBAS  must have access to that folder. On a network, this may 
require your IT Admin to create a suitable folder. 

More information is available in the installation guide. If you are testing QuBAS on a virtual server 
this won’t be possible.

If required, set the location of this folder (specific to this Method) here
• Use Windows file explorer to browse to the Folder location
• Right click on address bar and Copy address as text
• Paste into pop up box

SETTING AUTO IMPORT FOLDER



1

2
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SIGN OFF A METHOD FOR ROUTINE USE

Log in to ROUTINE MODE as a user with Sign Off permissions

Select the method that you wish to sign off

Select Sign off Tab in top menu

The locked method is shown. Click       to download a report of 
the Method parameters if required.❶

Add suitable note and click Confirm to sign off the Method. ❷
– If dual sign off has been selected by your Administrator, this will then be sent to the Audit room 

for the second sign off. If you don't have a second audit sign off, this button will just be 'Approve' 
and will now be available for Routine use.
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QUBAS ROUTINE (RELATIVE POTENCY) GMP MODE



2) Create a batch 
of 1 or more files 

to  analyse

1a) Import data 
sets manually

1b) Automatically 
save data file(s) to 
auto import folder

3) Start analysis 
run

Export Report

The steps shown here are 
required to run a Routine 
Relative Potency analysis. 

1a) Manual
1b) Automated 
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Log in as Routine user (you may need to log out first - click                      )

Select the same Method in Routine mode.

Import a data file (described earlier for Explore Mode;                           
pg10-12). 

Select Routine from the top menu
This will display a screen of all the routine analyses that have been run for this Method.  

Routine mode analyses files in batches of 1 or more called “Runs”

Click 

Select files for analysis. Click Next, Next, Continue. 

Only files that have not previously been run are available. 

USING ROUTINE MODE  Manual data file import
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1) Give the Run a name ❶

2) Select which Metadata you wish to be in the report ❷

3) Click Update run ❸

Click Start Run

…… When complete Download Report (bottom right)
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THE MONITORING ROOM

All analyses saved in the Development mode, and all Routine analyses are 
automatically saved to the Monitoring room. 

– Click the top right Monitoring tab 

– Please note with a new Method there will only be one analysis until more data sets are 
run

Explore the data! 

– the datasets in the output by any Metadata, Analysis Definition, Data Map 
Version, MCF Version, Run Date Range & Run Type

– x axis  / y axis  options should be straight forward.

You can hover over a data points to show its details and download its report 
(download is for Routine mode reports only).
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QuBAS INTERPOLATION ANALYSIS (IA)

…using the  Bursa-Yellowlees mathematically 
efficient methodology
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IA AND RP PRIMARY SET UP DIFFERENCES

QuBAS IA functions are the same as for Relative potency analysis with 
the following exceptions:

▪ QuBAS IA can create automatically labelled test samples

▪ Sample suitability criteria are different.

Create an IA Method as shown above (please refer to the RP 
introduction as a reminder of how to create a method p8 - 9 )

▪ Add Name
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DATA FILE TEMPLATE

Set up the Data Map as for RP (p13 -22). This Demo data set has 

▪ 1 Standard sample (reference)

▪ 1 dose response QC sample 

▪ 24 test samples – The demo will use automatic sample labelling. 

The location of metadata items in the data file are added in the same 
way as in an RP analysis
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Assign the Standard (Reference) and Named QC samples to the Plate Map to 
replicate the image above. 
Add the dilution information below using the magic wand for the doses:

Standard = Division, Start 0.9, Step 3
QC = Multiplication, Start 1, Step 3

To create Automatic samples
• Select Automatic Test Sample under What is it?
• Drag to create the first automatic sample
• Add the dilution information  

Test = Multiplication, Start 1, Step 3

DESIGN THE PLATE MAP



Note this plate map only uses 
66 of the  96 wells available
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1) Select the Stamp tool        and select the initial sample to 
copy

2) Then outline the whole area (including initial sample) to 
paste the new  automatic samples

• Repeat as required

3) Samples are created and labelled. You can now Save Version.

COPY & PAST 
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The remaining screens for IA are similar to RP 
analysis with some differences in sample suitability 
criteria and analysis options - please see p23 - 29 

Monitoring room for IA analysis will be available in 
later versions of QuBAS


